"TEMPUS xT GENE PANEL, Forusewith xT | 648 GENE PANEL REPORTS

648 gene panel focused on actionable mutations by DNA sequencing

Specimen: tumor and matched normal (peripheral blood or saliva)

Single nucleotide variants, indels, and copy number variants are detected in 648 genes

Genomic rearrangements are detected on 22 genes by DNA sequencing (others detected by RNA sequencing)
Microsatellite instability status and tumor mutational burden are included in the xT report

Average coverage ~ 500x

Fulltranscriptome by RNA sequencing

Specimen: tumor or heme
+ Unbiased gene rearrangement detection from fusion transcripts are clinically validated

Whole transcriptome RNA expression counts are analytically validated

Sequenced at a minimum of 25 million reads, average 50 million reads
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JAK1 MIB1 PAK1 PTCH1 SH2B3 TFEC
JAK2 MITF PALB2** PTCH2 SHH TGFBR1
JAK3 MKI67 PALLD PTEN** SLC26A3 TGFBR2
JUN MLHT** PAX3 PTPN11 SLC47A2 TIGIT
KAT6A MLH3 PAX5 PTPN13 SLCI9A3RI TMEM127
KDMS5A MLLT3 PAX7 PTPN22 SLIT2 TMEM173
KDM5C MN1 PAX8 PTPRD SLX4 TMPRSS2
KDM5D MPL PBRM1 PTPRT SMAD2 TNF
KDM6A MRET1 PCBP1 QKI SMAD3 TNFAIP3
KDR MS4AT PDCD1 RAC1 SMAD4** TNFRSF14
KEAP1 MSH2** PDCDILG2 RAD21 SMARCAI TNFRSF17
KEL MSH3** PDGFRA RAD50 SMARCA4 TNFRSF9
KIF1B MSHG6** PDGFRB RAD51 SMARCB1 TOP1

KIT MTAP PDK1 RAD51B SMARCET TOP2A
KLF4 MTHFD2 PHF6 RAD51C** SMCI1A TP53**
KLHL6 MTHFR PHGDH RAD51D** SMC3 TP63
KLLN MTOR PHLPP1 RAD54L SMO TPM1
KMT2A MTRR PHLPP2 RAF1 SOCS1 TPMT
KMT2B MUTYH** PHOX2B RANBP2 SOD2 TRAF3
KMT2C MYB PIAS4 RARA SOX10 TRAF7
KMT2D MYC PIK3C2B RASAI SOX2 TSCT**
KRAS MYCL PIK3CA RB1** SOX9 TSC2**
L2HGDH MYCN PIK3CB RBM10 SPEN TSHR
LAG3 MYD88 PIK3CD RECQL4 SPINK1 TUSC3
LATST MYH11 PIK3CG RET** SPOP TYMS
LCK NBN** PIK3R1 RHEB SPRED1 U2AF1
LDLR NCOR1 PIK3R2 RHOA SRC UBE2T
LEFT NCOR2 PIM1 RICTOR SRSF2 UGTIAI
LMNA NF1 PLCGT RINT1 STAG2 UGTI1A9
LMO1 NF2** PLCG2 RIT1 STAT3 UMPS
LRP1B NFE2L2 PML RNF139 STAT4 VEGFA
LYN NFKBIA PMST RNF43 STAT5A VEGFB
LZTR1 NHP2 PMS2** ROS1 STAT5B VHL**
MAD2L2 NKX2-1 POLD1T** RPL5 STAT6 VSIR
MAF NOP10 POLE** RPS15 STKIT** WEE1
MAFB NOTCH1 POLH RPS6KB1 SUFU WNK1
MAGI2 NOTCH2 POLQ RPTOR SUZ12 WNK2
MALT1 NOTCH3 POT1 RRM1 SYK WRN
MAP2K1 NOTCH4 POU2F2 RSF1 SYNE1 WTT**
MAP2K2 NPM1 PPARA RUNX1 ** TAF1 XPA
MAP2K4 NQO1 PPARD RUNX1T1 TANC1 XPC
MAP3K1 NRAS PPARG RXRA TAP1 XPO1
MAP3K7 NRG1 PPM1D SCG5 TAP2 XRCC1
MAPK1 NSD1 PPP1R15A SDHA TARBP2 XRCC2
MAX NSD2 PPP2RIA SDHAF2** TBC1D12 XRCC3
MCIR NT5C2 PPP2R2A SDHB ** TBLIXR1 YEATS4
MCL1 NTHL1 PPP6C SDHC** TBX3 ZFHX3
MDM2 NTRK1 PRCC SDHD** TCF3 ZMYM3
MDM4 NTRK2 PRDM1 SEC23B TCF7L2 ZNF217
MED12 NTRK3 PREX2 SEMA3C TCLIA ZNF4T71
MEF2B NUDT15 PRKARIA SETBP1 TERT* ZNF620
MENT** NUP98 PRKDC SETD2 TET2 ZNF750
MET OLIG2 PRKN SF3B1 TFE3 ZNRF3
MGMT P2RY8 PRSS1 SGK1 TFEB ZRSR2

* Includes promoter region
**Genes in which incidental germiine findings are reported

In addition to reporting on somatic variants, when a normal sample is provided, Tempus reports germline incidental
findings on a limited set of variants within genes selected based on recommendations from the American College of
Medical Genetics (ACMG) and published literature on inherited cancer syndromes.

¥ Exons and select intronic regions only. Detailed list provided upon request
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