
Sample Diagnosis

Male
Sex

01/01/1950
Date of Birth

Physician Name
Physician

Medical Center
#1234567

Institution

1/2

Sample Patient 1 HRD

Tumor specimen
Liver, right lobe biopsy
Case #ABC 123, B1
Collected on 1/3/2018
Received on 1/7/2018
Tumor percentage: 80%
(post-microdissection) 

Normal specimen 
Saliva 
Collected on 1/23/2018 
Received on 1/24/2018

Notes

Placeholder

ABC-123456
Accession No.Diagnosis

H O M O L O G O U S  R E C O M B I N AT I O N  D E F I C I E N C Y  S TAT U S

CLIA Number
14D2114007

Electronically Signed By
Brett Mahon, M.D.

Date Signed
12/01/2020

Algorithm Run Date
11/28/2020

Laboratory Medical Director
Nike Beaubier, MD, FCAP, MGP

Tempus ID #
ABC-12345678

Pipeline Version
1.1.2

HRD

Positive

HRD status is determined based on the percentage of genome-wide loss of heterozygosity 
(GWLOH) and/or biallelic loss-of-function alterations in BRCA1 or BRCA2.

G E N O M I C  VA R I A N T S

Genomic Variants

Variants of Unknown Significance

To review additional details about the variants listed below, and sequencing results for genes 
outside of the Homologous Recombination Repair (HRR) pathway, please refer to the associated 
Tempus|xT report.

BRCA1 c.594-2A>G    p.Asp214Gly    Splice region variant - LOF 
NM_007294

44.3% VAF

Details

Details

24.1% VAFATM c.5624G>A    p.R1875Q   Missense variant 
NM_000051

Genome-wide Loss of Heterozygosity (LOH)

37%

threshold33%


